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Chromatin remodelling and the transcription cycle
Vikki M. Weake and Jerry L. Workman

Transcription by RNA polymerase II (Pol II) occurs in the context of 
chromatin within a eukaryotic cell. Chromatin is generally inhibitory  
to transcription, so a variety of mechanisms are required to activate 
transcription from a nucleosomal template. One of the first steps is that 
large co-activator complexes interact with small activator proteins to 
identify gene promoters that are ready to be transcribed. Nucleosome 
remodelling complexes that use energy from ATP to move or displace 

nucleosomes from DNA facilitate the recruitment and assembly of  
these complexes on the promoter and enable rapid gene activation. 
Even during transcription elongation, nucleosomes must be removed  
for efficient passage of the polymerase. Furthermore, these same 
nucleosomes must be reassembled rapidly and modified appropriately 
following passage of the polymerase to prevent inappropriate initiation 
of transcription from promoter-like elements within the coding region.

Abcam — Chromatin antibodies you can rely on!

Abcam is a leading supplier of primary and secondary antibodies to 
researchers worldwide. We ship to over 100 countries from our offices  
in the United Kingdom, United States, Japan and Hong Kong, and offer 
customer service in English, Spanish, French, German and Japanese.

Our catalogue of over 66,000 products includes antibodies, proteins, 
kits, lysates, slides and more. We have more than 26,000 products  
in the chromatin and nuclear signalling field, including:

• Chromatin remodelling  • Transcription
• Chromosome structure  • DNA methylation
• RNA/DNA    • Chromatin modifying enzymes

We are rapidly developing and expanding our product range, 
looking for new targets and improving our existing antibodies. 
To help us with this, we actively attend, support and help 
organize conferences on chromatin and nuclear signalling 
research. Find out more on our chromatin resource page: 
www.abcam.com/chromatin.

Quality and honesty are our top priorities. Our Abpromise offers 
100% scientific and customer support of any product purchased from 
Abcam or one of our authorized distributors. If our products do not 
perform as described on the datasheet, notify us within 6 months 
from date of purchase so we can help you or offer a replacement or 
refund. Our web-based catalogue allows daily updates and far more 
information than any printed catalogue including customer reviews, 
technical enquiries and links to publication references. Visit our 
website today and see for yourself: www.abcam.com.
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Abbreviations 
CDK, cell division protein kinase; COMPASS, complex 
proteins associated with Set1; DSIF, DRB sensitivity-
inducing factor; GAF, GAGA factor; HSF, heat shock factor; 
Hsp70, heat shock protein 70; NELF, negative elongation 
factor; PARP, poly(ADP)-ribose polymerase; P-TEFb, 
positive transcription elongation factor b; SWI/SNF, 
switch/sucrose non-fermentable; TBP, TATA box binding 
protein; TFII, transcription factor II; Tra1, transcription 
associated protein 1; UAS, upstream activating sequence
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